1 




o 

UL 



8 



s 



8 



_ 8 

3 u 



u 
u 



gs 

o u 
o u 

is 

gs 
gs 

n 

gs 

< «-» 

O u 

is 



o o 
c5 o 



88 



88 



0 5 

88 
3tS 



8 



u is 



8 



CO 



SS rr 



55 

LL 



o 



V CJ 

to co 


o 
o 


<j o 
o o 


o 


< < 


o 

o 

/\* 


t£ at 

co to 


o 

to 
<x 


O t? 


o 
o 




X s 




NS * 




cu a 








D, CL 




o o 




o* a 




V) co 
















X X 




< «* 




o o 




> > 




o o 




O O 




co to 




O CJ 




< < 








O O 




<0 CO 




CO to 




co to 








tj o 




W VP 




Cj CJ 




CO CO 


• < 


a, q« 








OZ a£ 




cl a* 




o o 




o o 




CO to 




x X 




O Q 






• CL 


3: 3f 


© 


< << 


o 

*T 


co to 


o 
o 


o o 


o 


OU CL 


O 
t^ 


' (J 


>» >« 




CJ CJ 




•J o 




a: CC 


<M 


< < 


r\j 


O O 


O O 




CO CO 




o o 












to to 


to to 








a O 








CJ CJ 






to CO 




o <j 












co to 


0- < 


tV o* 




O Q 




DC C£ 




Cjl hi 




CL Ou 


|cw Cl| 










O O 




U CJ 






> 






•J *J 




CO CO 




<^ 




CJ CJ 




ct* ce 




j j 




Z z 




^> > 






• > 


£ 21 




X X 




Q O 








to lo 




*«• *^ 
> 3^ 






/— » 


2 ^ 


o 
a> 


•J -5 


o 

« 


CJ CJ 


o 

00 


• o 
■ J 


n f "\ 
\J \J 












Cu bu 




to to 


« o 


(- 








CJ 




u o 




> > 


' CO 






CJ O 




> 




U U 




(X pj 


• a 






o o 




CO CO 








to CO 


• a 


o o 




CJ to 




O O 




> > 




cl a 




o o 








'/I CO 




< < 




'0 CO 


• X 


CX CL 








Ou QL 




CJ u 




J- H 


• CL 


ti* Lu 




cj u 




o a 








CO CO 


• V 


C£ 

CO w 


O 


tn co 

-3 -J 


O 


a oi 

(X & 


o 
*^ 


CJ U 


o 

<N 

rs» 


> > 


o 


• a 


to u 




CO CO 




■J o 




o o 




to CO 


- J3 


o o 




oi a' 




co to 








o o 


• > 


Q O 




CJ CJ 














• f- 






CI* t. 








CO CO 




co to 


' H 






^ ^ 












S ST 


• a; 










z z 




> > 




< < 


. t~ 






O tj 




> > 








X X 


- X 


o o 




f-f 








< < 




O Q 


• O 


o o 

a: a: 


O 


o£ Of 

a a 


O 


cn co 


o 

—4 


> > 

o o 


Q 


o o 

CO CO 


o 


• o 

f- 2 


CK Ou 




CO CO 








a o 




CO CO 




a a 


CO to 




tr» o 








< < 








O a 


a: a 




a: x 




^ y. 




to CO 




< < 




< < 


o c 








CO CO 




J J 




a- rv 




o c> 


J -3 




u o 




CJ o 




i<£ * 




co to 






o » j 
















a o 




Or CL 


(/> (O 




(- I- 








o o 




a: o: 




a a 


x >: 




s: 




< < 








c a 




a. cl 


a> 
rM 

2 2 


ry» 

O CJ 

S £ 


lO 
rsi 


Jo 
rsi 

o o 
5 2 


V0 

»-» "-4 

o u 
22 

x: -c 


vn 
rsi 

O O 

22 



o 



( 



s 



it 

o o 
q e> 



D 



5£ 
O O 

u a 

o o 

o <*> 

o o 

p 



U 
U 



S 



i 

s 



35 

O CD 



si 




u 3 



6-i 
H 

O O 

o o 

H 2 
H < 

e? g 

£$ 

g o 



M 

O U 

8 s * 
g| 

E-« 5 

o e> 
o o 

e> u 
o o 
o g 

as 
ssa 

u e> 

is 



I 



o 



0 



1 



s 



o S J 

si 

C-» 3 to 

el. 



O (J »-4 

is 

2 €-» « 
U t> CJ 

Ik 

o o x 

3 £ ^ 

8S 

o u ^ 



u o a 

O CP 

3 B o 

Sow 
a u 

o o 
2 «- ctf 

ir 

^ <c to 

u u> 

s t5 



S ? £ 




^ £ M 

8 ^ OS 



88: 
88: 

«-» * ~* 
Sow 



3 

u o fa 

p> 

e> u 

< od 
Q U 

O Q O 

S 5 ^ 



s 



r 



£ £ * 

g> o o 



88: 



o 



) 



n 



8 



Si: 

u o 

se 

eg 

u 
o u 

gs 

« o 
o u 

n 
1 



2 



1 

- i 
S3 

HI 




t>g 
5 g ^ 



6- Z 

Q O *J 

§8« 

o o 

8S* 



I- 



< H M 

1* 



< H w 



H M 



88 
5 5 

6-i < 



n < t*- 

P u o 

O V < 

8 

P * v 
o o 

«£ €- V) 

eg*- 

t— < oo 
© o 

<7> <N 



88 



8 



8 



g 



C 8 

if 

88 



SS 



il 



Sfc 



88 
fig 
g| 

o o 

88 
88 



o 



f) 



TACIS 



agcatcctgagtaATGAGTGGCCTGGGCCGGAGCAGGCGAGGTGGCCGGAGCCGTGTGGACCAGG 
AGGAGCGCtGGTCACTCAGCTGCCGCAAGGAGCAAGGCAAGTTCTATGACCATCTCCTGAGGGAC 
TGCATCAGCTGTGCCTCCATCTGTGGACAGCACCCTAAGCAATGTGCATACTTCTGTGAGAACAA 
GCTCAGGAGCCCAGTGAACCTTCCACCAGAGCTCAGGAGACAGCGGAGTGGAGAAGTTGAAAACA 
ATTCAGACAACTCGGGAAGGTACCAAGGATTGGAGCACAGAGGCTCAGAAGCAAGTCCAGCTCTC 
CCGGGGCTGAAGCTGAGTGCAGATCAGGTGGCCCTGGTCTACAGCACGCTGGGGCTCTGCCTGTG 
TGCCGTCCTCTGCTGCTTCCTGGTGGCGGTGGCCTGCTTCCTCAAGAAGAGGGGGGATCCCTGCT 
CCTGCCAGCCCCGCTCAAGGCCCCGTCAAAGTCCGGCCAAGTCTTCCCAGGATCACGCGATGGAA 
GCCGGCAGCCCTGTGAGCACATCCCCCGAGCCAGTGGAGACCTGCAGCTTCTGCTTCCCTGAGTG 
CAGGGCGCCCACGCAGGAGAGCGCAGTCACGCCTGGGACCCCCGACCCCACTTGTGCTGGAAGGT 
GGGGGTGCCACACCAGGACCACAGTCCTGCAGCCTTGCCCACACATGCCAGACAGTGGCCTTGGC 
ATTGTGTGTGTGCCTGCCCAGGAGGGGGGCCCAGGTGCATAAatgggggtcagggagggaaagga 
ggagggagagagatggagaggaggggagagagaaagagaggtggggagaggggagagagatatga 
ggagagagagacagaggaggcagaaagggagagaaacagaggagacagagagggagagagagaca 
gagggagagagagacagaggggaagagaggcagagagggaaagaggcagagaaggaaagagacag 
gcagagaaggagagaggcagagagggagagaggcagagagggagagaggcagagagacagagagg 
gagagagggacagagagagatagagcaggaggtcggggcactctgagtcccagttcccagtgcag 
ctgtaggtcgtcatcacctaaccacacgtgcaataaagtcctcgtgcctgctgctcacagccccc 
gagagcccctcctcctggagaataaaacctttggcagctgcccttcctcaaaaaaaaaaaaaaaa 
aaaa 




- ) ) 



TACIs : 

MSGLGRSRRGGRSRVDQEERWSLSCRKEQGKFYDHLLEU)CISCASICGQHPKQCAYFCENKLRSP 
VNLPPELRRQRSGEVENNSDNSGRYQGLEHRGSEASPALPGLKLSADQVALVYSTLGLCLCAVLC 
CFLVAVACFLKKRGDPCSCQPRSRPRQSPAKSSQDHAMEAGSPVSTSPEPVETCSFCrpECRAPT 
QE S AVT PGT P DPTC AG RWGC HT RTT VLQ PCPHIPDSGLGI VC VP AQEGG PG 



) 



human BR3: 

eg t egg ca cc ATG AGGCG AGGGCCCCGG AGCCTGCGGGGC AGGG ACGCGCCAGCCCCC ACGCCCT 
GCGTCCCGGCCGAGTGCTTCGACCTGCTGGTCCGCCACTGCGTGGCCTGCGGGCTCCTGCGCACG 
CCGCGGCCGAAACCGGCCGGGGCCAGCAGCCCTGCGCCCAGGACGGCGCTGCAGCCGCAGGAGTC 
GGTGGGCGCGGGGGCCGGCGAGGCGGCGCTGCCCCTGCCCGGGCTGCTCTTTGGCGCCCCCGCGC 
TGCTGGGCCTGGCACTGGTCCTGGCGCTGGTCCTGGTGGGTCTGGTGAGCTGGAGGCGGCGACAG 
CGGCGGCTTCGCGGCGCGTCCTCCGCAGAGGCCCCCGACGGAGACAAGGACGCCCCAGAGCCCCT 
GGACAAGGTCATCATTCTGTCTCCGGGAATCTCTGATGCCACAGCTCCTGCCTGGCCTCCTCCTG 
GGGAAGACCCAGGAACCACCCCACCTGGCCACAGTGTCCCTGTGCCAGCCACAGAGCTGGGCTCC 
ACTGAACTGGTGACCACCAAGACGGCCGGCCCTGAGCAACAATAGcagggagccggcaggaggtg 
gcccctgccc 



; ) 



BR3 : 

MRRGPRSLRGRDAP APT PCV PAEC FDLL VRHC VACGLLRT PRPKPAGAS 5 P AP RT ALQ PQE SVGA 
GAGCAALPLPGLLFGAPALLGLALVLALVLVGLVSWRRRQRRLRGASSAEAPDGDKDAPEPLDKV 
IILSPGISDATAPAWPPPGEDPGTTPPGHSVPVPATELGSTELVTTKTAGPEQQ 



Fig. & 



PRO XXXXXXXXXXXXXXX (Length = 15 amino acids) 

Comparison Protein XXXXXYYYYYYY (Length = 1 2 amino acids) 



% amino acid sequence identity = 

(the number of identically matching amino acid residues between the two polypeptide sequences 
as determined by ALIGN-2) divided by (the total number of amino acid residues of the PRO 
polypeptide) = 



% amino acid sequence identity ■ 

(the number of identically matching amino acid residues between the two polypeptide sequences 
as determined by ALlGN-2) divided by (the total number of amino acid residues of the PRO 
polypeptide) « 

5 divided by 10 = 50% 



5 divided by 15 - 33.3% 



FIG. 7^ 



PRO 



Comparison Protein 



XXXXXXXXXX (Length = 1 0 amino acids) 

XXXXXYYYYYYZZYZ (Length = 1 5 amino acids) 




O.D (450 nm) 





Figure ^ 
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